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Decoding the genomes of people, ani-
mals or viruses is more than a hobby;,
although it is also a challenging puzzle.
Recently, we witnessed the important
practical consequences of decoding the
SARS-Cov-2 genome, both in creating
infection tests and in identifying trans-
mission chains and developing vaccines
for the new coronavirus. Is there any
math behind this? Of course there is!

We will see an application of graph

theory to the problem of recon-

structing the genome from partial
readings of DNA sequences. This will
once again illustrate how relatively
simple and well-studied mathematical
models can be adapted to solve
emerging problems.

Lexposé sera donné en anglais.



